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<110> APPLICANT: Kennedy, Giulia 

Kang, Saninao 

Reinhard, Christoph 

Jefferson, Anne Bennett 
<120> TITLE OF INVENTION: POLYNUCLEOTIDES RELATED TO COLON CANCER 
<130> FILE REFERENCE: 2300-1663 

<140> CURRENT APPLICATION NUMBER: US/09/883,152 
<141> CURRENT FILING DATE: 2001-06-15 

<150> PRIOR APPLICATION NUMBER: 60/211,835 
<151> PRIOR FILING DATE: 2000-06-15 
<160> NUMBER OF SEQ ID NOS : 127 

<170> SOFTWARE: FastSEQ for Windows Version 4.0 
<210> SEQ ID NO: 1 
<211> LENGTH: 564 
<212> TYPE: DNA 
<213> ORGANISM: H. sapiens 
<220> FEATURE: 
<221> NAME/KEY: 
<222> LOCATION: 
<400> SEQUENCE: 



. (396) 



CDS 
(21) 
1 

ggcgagattt gtgcggcgac atg aaa ctg ctt acc cac aat ctg ctg a 

Met Lys Leu Leu Thr His Asn Leu Leu 

1 5 

cat gtg egg ggg gtg ggg tec cgt ggc ttc ccc ctg cgc etc cag 

His Val Arg Gly Val Gly Ser Arg Gly Phe Pro Leu Arg Leu Gin 

15 20 25 

acc gag gtc cgt ate tgc cct gtg gaa ttc aac ccc aac ttc gtg 

Thr Glu Val Arg lie Cys Pro Val Glu Phe Asn Pro Asn Phe Val 

30 35 40 

cgt atg ata cct aaa gtg gag tgg teg gcg ttc ctg gag gcg gcc 

Arg Met lie Pro Lys Val Glu Trp Ser Ala Phe Leu Glu Ala Ala 

45 50 55 

aac ttg cgt ctg ate cag gtg ccg aaa ggg ccg gtt gag gga tat 

Asn Leu Arg Leu lie Gin Val Pro Lys Gly Pro Val Glu Gly Tyr 

60 65 70 

gag aat gag gag ttt ctg agg acc atg cac cac ctg ctg ctg gag 

Glu Asn Glu Glu Phe Leu Arg Thr Met His His Leu Leu Leu Glu 

80 85 90 

gaa gtg ata gag ggc acc ctg cag tgc ccg gaa tct gga cgt atg 

Glu Val lie Glu Gly Thr Leu Gin Cys Pro Glu Ser Gly Arg Met 

95 100 105 

ccc ate age cgc ggg ate ccc aac atg ctg ctg agt gaa gag gaa 

Pro lie Ser Arg Gly lie Pro Asn Met Leu Leu Ser Glu Glu Glu 



gc teg 
Ser Ser 

10 

gcc 

Ala 

gcg 
Ala 

gat 
Asp 

gag 
Glu 
75 
gtg 
Val 

ttc 
Phe 

act 
Thr 



53 



101 



149 



197 



245 



293 



341 



389 
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64 110 115 120 

66 gag agt t gattgtgcca ggcgccagtt tttcttgtta tgactgtgta tttttgttga 

67 Glu Ser 

68 125 

70 tctataccct gtttccgaat tctgccgtgt gtatccccaa cccttgaccc aatgacacca 

71 aacacagtgt ttttgagctc ggtattatat atttttttct cattaaaggt ttaaaacc 

73 <210> SEQ ID NO: 2 

74 <211> LENGTH: 125 

75 <212> TYPE: PRT 

76 <213> ORGANISM: H. sapiens 

78 <400> SEQUENCE: 2 

79 Met Lys Leu Leu Thr His Asn Leu Leu Ser Ser His Val Arg Gly Val 



80 



10 



15 



81 Gly Ser Arg Gly Phe Pro Leu Arg Leu Gin Ala Thr Glu Val Arg lie 

82 20 25 30 

83 Cys Pro Val Glu Phe Asn Pro Asn Phe Val Ala Arg Met lie Pro Lys 

84 35 40 45 

85 Val Glu Trp Ser Ala Phe Leu Glu Ala Ala Asp Asn Leu Arg Leu lie 

86 50 55 60 

87 Gin Val Pro Lys Gly Pro Val Glu Gly Tyr Glu Glu Asn Glu Glu Phe 

88 65 70 75 80 

89 Leu Arg Thr Met His His Leu Leu Leu Glu Val Glu Val lie Glu Gly 



90 



85 



90 



95 



91 Thr Leu Gin Cys Pro Glu Ser Gly Arg Met Phe Pro lie Ser Arg Gly 



92 



100 



105 



110 



93 lie Pro Asn Met Leu Leu Ser Glu Glu Glu Thr Glu Ser 



94 115 

95 <210> SEQ ID NO: 3 

96 <211> LENGTH: 919 

97 <212> TYPE: DNA 

98 <213> ORGANISM: 

100 <220> FEATURE: 

101 <221> NAME/KEY 

102 <222> LOCATION 
104 <400> SEQUENCE 



120 



125 



H. sapiens 
CDS 

(219) . . . (693) 
3 



105 tggcacgagg tggcacgagg gtccgggtcg ttgaggatta ggctgctcgg gcgtaaccgg 

106 agctggggcg cggctgccaa gggccggccc ggaagtccca gcggtcttta aattctcccg 

107 tgctagggcc agcctgcgca ttcttacctg tcggggtgcg gcgagtgtct cacctctctg 

108 cacttccaag gactcttgtc atctgcctta ggcgggaa atg ctg ttg ctg gat tgc 

109 Met Leu Leu Leu Asp Cys 

110 1 5 

112 aac ccc gag gtg gat ggt ctg aag cat ttg ctg gag aca ggg gcc teg 

113 Asn Pro Glu Val Asp Gly Leu Lys His Leu Leu Glu Thr Gly Ala Ser 



114 



10 



15 



20 



116 gtc aac gca ccc ccg gat ccc tgc aag cag teg cct gtc cac tta gcc 

117 Val Asn Ala Pro Pro Asp Pro Cys Lys Gin Ser Pro Val His Leu Ala 

118 25 30 35 

120 gca gga age ggc ctt get tgc ttt ctt etc tgg cag ctg caa acg ggc 

121 Ala Gly Ser Gly Leu Ala Cys Phe Leu Leu Trp Gin Leu Gin Thr Gly 



446 



506 
564 



60 
120 
180 
236 



284 



332 



380 
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179 
180 



40 45 50 

get gac etc aac cag cag gat gtt tta gga gaa get eca eta eac aag 
Ala Asp Leu Asn Gin Gin Asp Val Leu Gly GIu Ala Pro Leu His Lys 



55 



60 



65 



70 



gca gca aaa gtt gga age ctg gag tgc eta age etg ett gta gee agt 
Ala Ala Lys Val Gly Ser Leu GIu Cys Leu Ser Leu Leu Val Ala Ser 

75 80 85 

gat gee eaa att gat tta tgt aat aag aac ggg caa aca get gaa gat 
Asp Ala Gin lie Asp Leu Cys Asn Lys Asn Gly Gin Thr Ala GIu Asp 

90 95 100 

etc get tgg tea tgt gga ttt eca gac tgt gee aag ttt ctt aca aea 
Leu Ala Trp Ser Cys Gly Phe Pro Asp Cys Ala Lys Phe Leu Thr Thr 

105 110 115 

att aaa tgt atg cag aca ata aaa gca agt gaa eac cct gae agg aat 
lie Lys Cys Met Gin Thr lie Lys Ala Ser GIu His Pro Asp Arg Asn 

120 125 130 

gat tgt gtt gee gtg etc aga cag aaa egg agt etc gga agt gta gaa 
Asp Cys Val Ala Val Leu Arg Gin Lys Arg Ser Leu Gly Ser Val GIu 
135 140 145 150 

aat acc agt ggg aaa agg aag tgc t gatgteaegt gggttatgaa 
Asn Thr Ser Gly Lys Arg Lys Cys 
155 

gaagtetgaa gaacgcettc attteatgea aatctataag cteetgettt tggctttaee 

atatgttgtg tctaatctec ttctgagaag gacgaaaaae tttcttccaa gtgaagatcc 

atttaagaae acatgtattt aeatgeetat aatatgctgg ttgtgtatge tttgtetttt 

aagttattaa aggaaegtet aaaaaa 

<210> SEQ ID NO: 4 

<211> LENGTH: 158 

<212> TYPE: PRT 

<213> ORGANISM: H. sapiens 

<400> SEQUENCE: 4 

Met Leu Leu Leu Asp Cys Asn .Pro GIu Val Asp Gly Leu Lys His Leu 

15 10 15 

Leu GIu Thr Gly Ala Ser Val Asn Ala Pro Pro Asp Pro Cys Lys Gin 

20 25 30 

Ser Pro Val His Leu Ala Ala Gly Ser Gly Leu Ala Cys Phe Leu Leu 

35 40 45 

Trp Gin Leu Gin Thr Gly Ala Asp Leu Asn Gin Gin Asp Val Leu Gly 

50 55 60 

GIu Ala Pro Leu His Lys Ala Ala Lys Val Gly Ser Leu GIu Cys Leu 
65 70 75 80 

Ser Leu Leu Val Ala Ser Asp Ala Gin lie Asp Leu Cys Asn Lys Asn 

85 90 95 

Gly Gin Thr Ala GIu Asp Leu Ala Trp Ser Cys Gly Phe Pro Asp Cys 

100 105 110 

Ala Lys Phe Leu Thr Thr He Lys Cys Met Gin Thr He Lys Ala Ser 

115 120 125 

GIu His Pro Asp Arg Asn Asp Cys Val Ala Val Leu Arg Gin Lys Arg 
130 135 140 



428 



476 



524 



572 



620 



668 



713 



773 
833 
893 
919 
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1 O 1 

lo I 


Ser 


Leu 


Gly 


Ser 


Val 


Glu 


Asn 


Thr 


Ser 


Gly 


Lys 


Arg 


Lys 


Cys 








1 Q 1 

loZ 


145 










150 










155 














lo J 


<210> SEQ ID NO 


: 5 


























1 P /I 

1 o 4i 


<211> LENGTH: 1949 


























lob 


<212> TYPE: 


DNA 




























i. o b 


<213> ORGANISM: 


H. 


sapiens 






















1 O n 

lo8 


<22 0> FEATURE: 




























1 o y 


<221> NAME/KEY: 


CDS 


























1 yu 


<222> LOCATION: 


(5) 


. , . (1760) 






















1 92 


<400> SEQUENCE: 


5 


























1 93 


caac atg gcg ccg tec acg ccg etc ttg aca gtc cga gga tea gaa gga 


4 9 


1 y4 




Met Ala Pro Ser Thr Pro Leu Leu Thr Val Arg Gly Ser Glu Gly 




195 




1 








5 










10 








15 




197 


ctg 


tac 


atg 


gtg 


aat 


gga 


cca 


cea 


cat 


ttt 


aca 


gaa 


age 


aca 


gtg 


ttt 


97 


198 


Leu 


Tyr 


Met 


Val 


Asn 


Gly 


Pro 


Pro 


His 


Phe 


Thr 


Glu 


Ser 


Thr 


Val 


Phe 




199 










20 










25 










30 






201 


eca 


agg 


gaa 


tct 


ggg 


aag 


aat 


tgc 


aaa 


gtc 


tgt 


ate 


ttt 


agt 


aag 


gat 


14 5 


2 02 


Pro 


Arg 


Glu 


Ser 


Gly 


Lys 


Asn 


Cys 


Lys 


Val 


Cys 


He 


Phe 


Ser 


Lys 


Asp 




o o 








35 










4 0 










4 5 








205 


ggg 


ace 


ttg 


ttt 


gee 


tgg 


gge 


aat 


gga 


gaa 


aaa 


gt a 


aat 


att 


ate 


agt 


193 


2 0 6 


Gly 


Thr 


Leu 


Phe 


Ala 


Trp 


Gly 


Asn 


tjly 


(jIu 


Lys 


Val 


Asn 


lie 


lie 


Ser 




207 






50 










O D 










bU 










209 


gtc 


act 


aac 


aag 


gga 


eta 


ctg 


cac 


tec 


ttc 


gae 


etc 


ctg 


aag 


gca 


gtt 


241 


210 


Val 


Thr 


Asn 


Lys 


Gly 


Leu 


Leu 


His 


Ser 


Phe 


Asp 


Leu 


Leu 


Lys 


Ala 


Val 




211 




65 










70 










75 












213 


tgc 


ctt 


gaa 


ttc 


tea 


cec 


aaa 


aat 


act 


gtc 


ctg 


gca 


acg 


tgg 


cag 


cct 


2 8 9 


214 


Cys 


Leu 


Glu 


Phe 


Ser 


Pro 


Lys 


Asn 


Thr 


Val 


Leu 


Ala 


Thr 


Trp 


Gin 


Pro 




215 


80 










85 










90 










95 




217 


tac 


act 


act 


tct 


aaa 


gat 


gge 


aca 


get 


ggg 


ata 


cec 


aac 


eta 


caa 


ctt 


337 




Tyr 


Thr 


Thr 


Ser 


Lys 


Asp 


Gly 


Thr 


Ala 


Gly 


He 


Pro 


Asn 


Leu 


Gin 


Leu 




219 










100 










105 










110 






221 


tat 


gat 


gtg 


aaa 


act 


ggg 


aca 


tgt 


ttg 


aaa 


tct 


ttc 


ate 


eag 


aaa 


aaa 


"3 o c; 


o o o 
ZZZ 


Tyr 


Asp 


Val 


Lys 


Thr 


Gly 


Thr 


Cys 


Leu 


Lys 


Ser 


Phe 


He 


Gin 


Lys 


Lys 




O O "3 








115 










120 










125 








225 


atg 


caa 


aat 


tgg 


tgt 


cca 


tee 


tgg 


tea 


gaa 


gat 


gaa 


act 


ctt 


tgt 


gcc 


A O O 

4 J J 


226 


Met 


Gin 


Asn 


Trp 


Cys 


Pro 


Ser 


Trp 


Ser 


Glu 


Asp 


Glu 


Thr 


Leu 


Cys 


Ala 




227 






130 










135 










140 










229 


cgc 


aat 


gtt 


aac 


aat 


gaa 


gtt 


cac 


ttc 


ttt 


gaa 


aac 


aac 


aat 


ttt 


aac 


481 


230 


Arg 


Asn 


Val 


Asn 


Asn 


Glu 


Val 


His 


Phe 


Phe 


Glu 


Asn 


Asn 


Asn 


Phe 


Asn 




231 




145 










150 










155 












233 


aca 


att 


gca 


aat 


aaa 


ttg 


eat 


ttg 


caa 


aaa 


att 


aat 


gae 


ttt 


gta 


tta 


529 


234 


Thr 


He 


Ala 


Asn 


Lys 


Leu 


His 


Leu 


Gin 


Lys 


He 


Asn 


Asp 


Phe 


Val 


Leu 




235 


160 










165 










170 










175 




237 


tea 


cet 


gga 


cec 


caa 


cca 


tac 


aag 


gtg 


get 


gtc 


tat 


gtt 


cca 


gga 


agt 


577 


238 


Ser 


Pro 


Gly 


Pro 


Gin 


Pro 


Tyr 


Lys 


Val 


Ala 


Val 


Tyr 


Val 


Pro 


Gly 


Ser 




239 










180 










185 










190 






241 


aaa 


ggt 


gca 


cct 


tea 


ttt 


gtt 


aga 


tta 


tat 


cag 


tac 


cec 


aac 


ttt 


get 


625 


242 


Lys 


Gly 


Ala 


Pro 


Ser 


Phe 


Val 


Arg 


Leu 


Tyr 


Gin 


Tyr 


Pro 


Asn 


Phe 


Ala 




243 








195 










200 










205 
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9 4 R 
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aaa 


agt 


1 1 c 


ttt 


aag 


gca 


gat 


aaa 


673 


2 4 6 


Gly 


Pro 


His 


Ala 


Ala 


Leu 


Ala 


Asn 


Lys 


Ser 


Phe 


Phe 


Lys 


Ala 


Asp 


Lys 




/.^ 1 






9 10 
Z X u 










215 










220 










0 A Oi 

z y 


gtt 


a ca 


a t g 


ct g 


tgg 


i:i ;n "h 

aa u 


aaa 


aaa 


get 


act 


get 


gtg 




gta 


ata 


get 


7 21 


z, o u 


V d X 


-L I IX 
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Ala 


Thr 


Ala 


Val 
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Val 


He 


Ala 




z o ± 




9 9 R 
z z o 










il. O VJ 










235 












9 c; 
zoo 


age 


aca 


gat 


gtt: 


gac 


aag 


aca 


gga 


gcc 


u C C 




tat 


gga 






act 


7 69 


9 R /I 
Z O 4 


C! /-I -K- 


1 nr 


Asp 


V a X 


jf-iSp 


Lys 


T H T- 




Ala 
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1 yx 


i yx 


Gly 
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Thr 




9 R R 
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V dX 


V d X 


rp -y-Y^ 
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0 tr X 


1 i IX 


Glu 




O (C o 
Z D J 








Z / D 










9 p n 
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9 R R 
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get 
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X 0 
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ZD / 






z y u 










9 Q R 
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2 6 9 


tt g 


aaa 
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cct 


gta 


4- 4- -1- 
t L t 


gac 


4- 4- 

tt t 
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ggt 


Cct 


cgt 


:=i 3 -h 
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-? 0 X 
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V ax 
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O T c 
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1 yr 
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get 
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T 1 (Hi 

1 J- e 
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Phe 
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± X p 
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T R R 
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cat 
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■h -h 
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aca 


get 
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-t- rr-h 
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get 
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agg 


L- U d 


cy y 


gtt 


1153 


9 Q 

Z O D 


Asp 


tjX y 
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Hie: 
rl X o 


X X 


Leu 


1 1 iX 
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1 I iX 




Ala 
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Arg 


Leu 


Arg 
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9 Q T 
Z O / 






/ U 










7 R 

o / o 










380 










9 P Q 

z o ;^ 


aat 


aa L 




-h ^ r- 




at t 


tgg 




tat 


act 
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tot 


ate 
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cac 
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1201 


2 90 
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Gly 


T vr 


Lys 


lie 


m 

J. j_ ^ 


His 
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Thr 


Glv 
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He 
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His 
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291 




385 










390 










395 












293 


tat 


gat 


gtg 


cca 


tea 


aat 


gca 


gaa 


tta 


tgg 


cag 


gtt 


tet 


tgg 


cag 


cca 


1249 


294 


Tyr 


Asp 


Val 


Pro 


Ser 


Asn 


Ala 


Glu 


Leu 


Trp 


Gin 


Val 


Ser 


Trp 


Gin 


Pro 




295 


400 










405 










410 










415 




297 


ttt 


ttg 


gat 


gga 


ata 


ttt 


cca 


gca 


aaa 


aca 


ata 


act 


tac 


caa 


gea 


gtt 


1297 


298 


Phe 


Leu 


Asp 


Gly 


lie 


Phe 


Pro 


Ala 


Lys 


Thr 


He 


Thr 


Tyr 


Gin 


Ala 


Val 




299 










420 










425 










430 






301 


cca 


agt 


gaa 


gta 


ccc 


aat 


gag 


gaa 


cct 


aaa 


gtt 


gea 


aca 


get 


tat 


aga 


1345 


302 


Pro 


Ser 


Glu 


Val 


Pro 


Asn 


Glu 


Glu 


Pro 


Lys 


Val 


Ala 


Thr 


Ala 


Tyr 


Arg 




303 








435 










440 










445 








305 


ccc 


cca 


get 


tta 


aga 


aat 


aaa 


cca 


ate 


ace 


aat 


tec 


aaa 


ttg 


eat 


gaa 


1393 


306 


Pro 


Pro 


Ala 


Leu 


Arg 


Asn 


Lys 


Pro 


lie 


Thr 


Asn 


Ser 


Lys 


Leu 


His 


Glu 




307 






450 










455 










460 










309 


gag 


gaa 


cea 


cct 


cag 


aat 


atg 


aaa 


cca 


caa 


tea 


gga 


aac 


gat 


aag 


cca 


1441 
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RAW SEQUENCE LISTING ERROR SUMMARY 

PATENT APPLICATION: US/09/883,152 



DATE: 04/08/2003 
TIME: 14:47:36 



Input Set : A: \Pto , amc 

Output Set: N:\CRF4\04082003\l883152.raw 



Plea se N ote 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#;12; N Pos . 104 7,1301,1507 
Seq#:15; N Pos. 1047,1301,1507 
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